Isolation and identification of Singapore grouper iridovirus Hainan strain (SGIV-HN) in China.
In recent years, with the rapid development of marine farming activities, outbreaks of viral diseases have affected the grouper aquaculture industry, causing heavy economic losses. Singapore grouper iridovirus (SGIV) is one of the most important viruses causing disease in fish. In the present study, we isolated and identified a virus from diseased groupers by coculturing the affected tissue cells with grouper spleen cells. The genome of the isolated virus shared 99.83% nucleotide sequence homology with those of SGIV reference strains in the GenBank database. The virus clustered with SGIV on an evolutionary tree constructed based on "major capsid protein" (MCP) amino acid sequences, so it was designated 'Singapore grouper iridovirus Hainan' (SGIV-HN). To evaluate the pathogenic potential of SGIV-HN in fish, orange-spotted groupers were infected by intraperitoneal injection with the virus. Infected groupers began to die from the fourth day after infection, and survivors tended to be stable by the eighth day. The death rate was 83.33%. In a mock-infected control group, only two fish died, and the mortality rate was 6.67%. Dissection showed that the fish had enlarged spleens with hemorrhage, and enlarged cells were visible with Giemsa staining. This is the first report of isolation of SGIV from naturally infected fish in China, and we show that SGIV-HN is highly infectious, causing massive deaths in groupers.